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Skills: 

Programming & Tools: 

 R 

 Python 

 Unix/ Linux 

NGS & Omics Analysis: 

 RNA-seq (Bulk) 

 Spatial transcriptomics (DSP) 

 scATAC-seq 

 Biostatistics 
 

 

Languages: 

 English: Professional 

 Italian: Elementary (A2) 

B i o i n f o r m a t i c i a n 

Education 
University of Milan | 2024 

MSc in Molecular Biotechnology and Bioinformatics  

 Final  grade:  108 / 110 

Kharazmi University of Tehran | 2019 

BSc in Cellular and Molecular Biology 
 

University Project 
University of Milan | 2022 

Bioinformatics  Pipeline for Pancreatic Cancer Study 

 RNA- seq pipeline  analysis 

 UCSC Genome Browser tools 

 Unix shell  scripting 
 

Work Experience 
Istituto Nazionale dei Tumori | 2025 - 2026 

Fellowship 

Department  of Diagnostic  Innovation 

 Bulk RNA- seq pipeline ( FASTQ– DE– GSEA) 

 Spatial transcriptomics ( Nano String DSP) data 

processing and statistical analysis.  

 Collaboration with pathologists  and clinicians;  

preparation of analytical  reports and support in 

interpretation  of molecular  findings.  

San Raffaele Sci. Inst. | 2022 - 2023 
Thesis internship 

Characterizing cell cycle progression in scATAC-seq 

 sc ATAC- seq Data Analysis 

 Repli-  seq Data Analysis 

 Statistical   Biology 

 Epigenomics 

Kharazmi University of Tehran | 2018 - 2019 

Research Assistant 

Biological testing of chemical drugs on 

microorganisms  

 Agar Disk Diffusion 

 Broth  Microdilution  ( MIC  determination) 

 Gel Electrophoresis  

 Spectrophotometry 
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